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Il Output settings
o Plate Label {valid labels marked with *): 7
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* 485 - Absorbance @405 A
* B85 - Absorbance Monachromatar 405

L\ Invalid operation Rep * BB - Absatbance Manochramatar 405 (180

Check parameters * 185 - Absorbanice Monachromator 500
* 485 - Absorbance Monochromatar 595
* B85 - Copy of Absarbance Manochromator 595
* 8BS - Wallac ABS 340 Test Plate
* 883 - Wallar ABS 405 Test Plate
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e Duplicate Delete
General l Optimizations
1 2 Click. this buttan to return to the protocaol
Harme: Copy of Absorbance @ 405
Manochromators 10 [Use excitation monachramatar
Wavelength
Excitation fier Photometric 405 - Ex Slot 5 <| g
Measurement height {mm) 6.5 1 1
E:ecitation light (%) 100
Murnber of Flashes 10
Murnbet of Flashes per AJD conversion 1
Reference signal M/A
Reference AD gain M/A
Reference Excitation light (%) M/A
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I2) Calculations

General
Flate type 96 General v J 1 5
Lse rotated plate O Optimizations
Use general gripper height
Use measurement height defined in label
Measurement mods By rows, bi-directional v 16
Mumber of plates Fixed v
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Calc 35

1 Blank. correction {blanks on First plate onl)
2 Blank correction {blanks on each plate)

— 3 Labelratio —
i - 4 Label addition

tpu 5 Label subkraction

ti‘-.-'] & mP value For FP measurement

1] 7 mP value (Blank correcked, blanks on first plate only
. g O mP value (Blank corrected, blanks on each plate)
2 Fluorescence anisotropy (FaA)

10 Total fluorescence intensity
11 LAMCE
12 LAMCE (references on first plake only)

13 Area under curve
14 Max slope
15 Peak,

16 Surm

17 fwg

15 %aCY

19 Standard deviakion

20 Peak. of bype

21 5um of bype

22 v aof bype

23 %CY of bype

24 Standard deviation of tvpe

25 Copy

26 Crosstalk

27 Flatfield

28 General

29 well time, =

30 Dispense time, =

31 Curve fitting {skandards on each plate) 20
32 Curve fitting {skandards on First plate onl)

33 Curve Fitting {blank corrected, standards on each plate)
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¥-awis transformation |N|:une w |
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