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2.1

GRSt

Applied Biosystems™ QuantStudio” 6 and 7 Flex 2Bt E & PCR ¢

X = E R , BXMStart > All programs > Applied
Biosystems > QuantStudio™ Real-Time PCR Software > QuantStudio™ Real-

QuantStudio™ Real-Time PCR Software

l-x’:é‘:'::s:n[

% “Setup” THY “Experiment Properties” FiH.

N Experiment: 2014-12-02 104221 Type: Standard Curve Reagents: TagMan® Reagents

‘ How do you want to identify this experiment?
g . Setp * Experment Hame: 2014-12-02 104221 Commants: ~|
Barcode:
User Name; v

Which instrument type are you using to run the experiment?

QuantStudio™ & Fex System |« QuantStudio™ 7 Flex System i WIA™ { System

Which block are you using to run the experiment?

s 384-Well Array Card 96-Well (0.2mL) Fast 96-Well (0.1mL)

What type of experiment do you want to set up?

s Standard Curve i Refative Standard Curve Comparative C1 (AACT) Melt Curve

High Resolution Melt Genabyping Presende/ Ahsence

Which reagents do you want to use to detect the target sequence?

s TaqMan® Reagents SYBR®E Green Reagents J Other

What properties do you want for the instrument run?

v Standard Fast

HINSCIE ZFR (Experiment Name).

\:] Experiment: 2014-12-02 104221 Type: Standard Curve Reagents: TagMan® Reagents

5 How do you want to identify this experizaent?
g  Se * Experiment Name: [2014-12-02 104221 Comments:
- Barcode:
Bpenment
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EIRA P S R1EIERE
TN FE LR K Block3 A,

Which instrument type are you using to run the experiment?

[ QuantStudio™ 6 Flex System ] ‘ v QuantStudio™ 7 Flex System ‘ [ VilA™ 7 System ]

Which block are you using to run the experiment?

| v 384-Well | [ Array Card ] [ 96-Well (0.2mL) ] [ Fast 96-Well (0.1mL) ]

RIFHEX EE L AA, “Comparative CT”.

What type of experiment do you want to set up?

Standard Curve J Relative Standard Curve s ‘Comparative Cr (AACT) L Melt Curve

|
J
High Resolution Melt Genotyping Jl { Presence/Absence

J

EFEIX T ML, TagmaniR %1% F “Tagman Reagents”, SYBRZZ R} X% #F
“SYBR Green Reagents”.

Which reagents do you want to use to detect the target sequence?

v TagMan® Reagents SYBR® Green Reagents | Other

EFETER . TBRAFIEE “Standard”, RFXFIEE “Fast’s
What properties do you want for the instrument run?

v Standard Fast

L

% “Setup” TH) “Define” FEIXEBEEEZHR (Target) FHERBAIR
(Sample).

B Experiment: 2014-12-02 150852 Type: Comparative Cr (AACT) Reagents: TagMan® Reagents 3

Reporter Quencher Color

Sample Name Color

It
TGF-B FAM v [nFg-mce o_ v
Sample 1 ! v

GAPDH VIC

<

NFQ-MGB v_ v

£ “Targets” Tmid “New”, RMEFMER. 7 “Target Name” HimigEE %
R, “Reporter” 1 “Quencher” HikFMIRICHRAERARERER. T
“Quencher” BYiX#E, 2N EMGBIREr, FIXENFQ-MGB; 1R 2TAMRALR
£, IHEETAMRA; IR I2EMFRAIER A Z K ERNEENoNe.

£ “Samples” Tmdr “New”, RIMFNHESR. £ “Sample Name” i 4RiEH M
&R

£ “Analysis Settings” TiE#F &iE R “Reference Sample” (X B4 &) #n
“Endogenous Control” (RZEA),
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Analysis  Tools Help

[E] Mew Experiment =

[
“"\ Setup

=3 Open... [ Save ~ =1 Close %Import... ~ &9 Create Side... &) Print Report...

Experiment: QS6_QuantStudi... Type: Comparative Cr (AACT)

Reagents: TagMan® Reagents

Targeis

prig e

Target Name Reporter Quencher | Col... Sample Name Color
Experiment 1 R
Properties TGF-B FAM » INFQ-MGB  » _ » Lung _ w
GAPDH VIC ~ [NFQ-MGE  » _ vl uver _ ~
) Heart _ v
Assign I v
Run Method Biological Replicate Groups Analysis Settings
My
0 Biological Group N... | Color Comments /
Reference Sample: Liver
Endogenous Controk |GAPDH
Ty
"
=

Custom Task Name

Passive Reference

[rox

v Hews

Name Color Icon Char

“Setup” TH) “Assign” FE4mIEHMIN. PR RIRRIESIER UERE R N

fl, REDEEZMHEERER, EFRE “Task” @EHFEEZRNFLAER (U
RBRARAER, NKRAMITER),

Fie Edit Instrument

Analysis Tools Help

[ie] Mew Experiment -

[

H “, Setup

Experiment
Properties

Define

5 open... [l Save - E5 Close :-r‘} Import... = &8 Create Side... £ Prnt Report...

Experiment: QS6_QuantStudi... Type: Comparative Cr (AACT) Reagents: TagMan® Reagents

<@ O
O] [ran
O Heart Brain  Brain  Brain | L i i
Offllver ° | | o o G
Lung =
" FFFPPPo oo OO T
O om
Biological Groups = E 0 a D D D 0 O o H H ﬁ
O oo

Brain

Erain

(1]

FFFPPPo

U

FFFFFSa
o

wels: [ 60 2 6

S
ood o

30 Empty |

I
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5. EFE “Setup” THY “Run Method” FMH, #WIBEBEITHRM-

File Edt Instrument Analyss Took Help
[E5] Mew Experiment = | 5 Open... [ Save - =) Close —f‘: Import... = 4B Create Shde... &4 Print Report...

E] Experiment: QS6_QuantStudi... Type: Comparative Ct (AACT) Reagents: TagMan® Reagents

| | Reaction vome perwel: [ 20| it Fg5 A 2 N ABFR

Experiment
FProperties

Define

Assign Hold Stage PCR Stage
Number of Cycles:

Starting Cycle:
A il
- s | TR R — T
_/.// .

P T

i o WEAERR SR,

Step1 Step2

s Al

- HRESEREE .
Legend
?@ Data Colection On | » Data Collection Off A AutoDela On A AutoDeltz Off

A

6. EFE “Run” TH) “Amplification Plot” ® i, =7 “Save As” R#EMNH, St

“Start Run” FF&5I1E1T.
File Edit Instrument Analysis Took Help

L] New Experiment ~ 5 Open}. [ Save -

{% Z‘_r‘ ir ;f Create Slide... £} Print Report...

|:] Experiment: 2014-04-29 102946 Type: Comparative Cr (AACT)

Run Status

(| — FrEirsh
Run Status: Not Started

Run Amplification Plot Py Plate Layout
- = o el - e TBF
P LpARER:

Temperature Plot

Amplification Plot

10

Run Method

Applied Biosystems™ QuantStudio™ 6 and 7 Flex S£A7Z& PCR X



GRS e T

7. WIEITHERG, #HA “Analysis” BHE, SEHA LA “Analyze” 125 HTEIE
?#EE%%iFiE—n

|_Fle_Edit_Instrument _Analysis_Tooks Hel
[i=] Mew Experiment = &5 Open... [ Save - = Close -t? Import... ~ &3 Create Side... & Print Report...

E] Experiment: QS6_Qug pe: arative Ct (AAC... Reagents: TagMan® Reag... lﬂ-ml'rre Analysis Settings z

By iR B A

Ty Ampiification Plot
L Plot Settings
Plot Type: ARn vs Cycle ¥ Graph Type:|Log ~| ot color:|well

< ¥

AL ahRHEE| LI o

- Amplification Plot l[=] o
anive |

I tion Pht v . = m u
— EET %

Multi t % . m Brain  Brain  Brain  Liver Liver Liver

e | | F F PO o o]
|

Raw Data Plot n.mlI f Brain | Brain | Brain | Liver Lver Liver

Rl [ () RO o v}

e H qucﬁ W OE oz NN DN R NN MO o = £ " e -~

Coits ain | Brain | Brain
Multiple Plots View o B u B B ooa (v | o
MA e Mc MWDo Wc HF Hc HH ) Vi o

Gene Expression Brain ¥ Brain ¥ Bain ToUp UAMSS T N

B FEEFRE i o o

Liver  Liver  Liver

H

upTons
QC Plot - - = A A
£ Target: |All v | Threshold: to | E o o
F Chawe [ Thrachnald — [T Dacalina Crarr: Wiall B0 Tarnar 4 Racalina End- 1Afall

>

wels: [T 60 [ 6 30 Empty

A Well Summary: In Piste: 96 Set Up: 66 Anahyzed: 66 Flagged: 0 Omitted by Anahysis: ( GOmitted Manuaky: Samples Used: § Targets Used: 2

7.1 BEHZMEMELZ: REBRIAMER “Auto” THEEBENEERZMREL. TERE
iRtk RBREEEEWERE, ¥showFH “Threshold” & “Baseline” %%
T8, gk E S HIENMELEEFMEEZ. 3% “Auto” FTEMNAE
B, ?Emﬂﬂ%@%&ﬁﬂﬁfﬁz

0001 +

& A W 12 W W W M @ M N M XN T M ¥ M o«

Cycle

Legees
BT EmAmaE | Ho R R

ri

Options ./ ./

Target: RNase P w Threshold Auto |

Well Sur Eﬂ?%gﬁ‘*ulﬁlfﬁﬁ Set Up: 96 Analyzed: 96 Flagged: 0

Applied Biosystems™ QuantStudio™ 6 and 7 Flex SLA7,Z= PCR X
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BIRA R 3R F4REE

Amplification Plot

§ o1 N N74216 oL
oo T ERELN AL ||
7
.. -‘(
o.0m T n ow i o om oz % @ @ m @ % o= = F
Cycle
Legens
A g MC o e WF - = -

ZfsiAuto
N o o

Target: :RNase P '~ | Threshold: [] Auto :0.074216 | []{Auto Baseling H

wel
Well Summary: In Plate: 96 Set Up: 96 Anaiyzed: 96 Flagged: 0

=" Gene Expression” EEZEEFRIAFIRE.

Fie Edt Instrument Analyss Took Help

Show: [¢] Threshold — [] Baseline Start: Well M Target & Baseline End: Well (W Target 4

[=] Mew Experment - [ Open... ld Save - =1 Close _1: Import... = 4B Create Shde... £) Print Report...

E' Experiment: QS6_QuantSt... Type: Comparative Ct (AAC... Reagents: TagMan® Reag... | #nis

Flot Settings i
Plot Type: :Rst Sample v'GraDh Type: Linear »  Orentation: [vertical Ba =
¢ 5 # | Omit Sample | Target CT Mean  ACT Me.. ACT SD
+ e il 1 [ Lung TGF8 30.115 2647 0.5
@ P P Al B 2 [0 Het TGF-8 29.135  -3.806 0.156
- 3 a Brain TGF-8 27.529 -5.367 0.037
RQ vs Sample 4 Liver TGE8 29.799 -2.969 0.158
5 Lung GAPDH 32.762
T b 5 Heart GAPDH 32.94
'y 551 527 7 Brain GAPDH 32.896
. Andysis 50 8 Liver GAPDH 32768
45
Amplification Plot
40
Hulticomponent a8
Plot & 30
Raw Data Plot 251
20 1785
QC Summary 151
10 | 0.8
Multiple Plots View os] . .
00t
(a8 p o 5 % H ]
' H : 3 3
ac Phot Fample
e
| REEE]
j; — ] b}
A Well Summary: in Blate: 96 Sat Up: 66 Anatyzed: GG Fagged: 0 Omitted by Anabyss: () Oenitted Manualy: 0 Samples Used: 4 Targets Used:

STFSYBR GreensZi&, 7E “Melt Curve Plot” REHEEISHRRIZ.
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Melt Curve Plot

Plot Settings

Plot |Derivative Report... ¥ | Target |All

D Save current settings as the default

| Color [5ample -

p LAl s
Melt Curve Plot

Detivative Reporter {—Rn

65.0 0.0 75.0 80.0 85.0 0.0 85.0

Temperature (*C)

Legend

. Sample 1

EFE “QC Summary” £R: RNFLEESEFEREN, SHIRE=/A, HF1KE
F—MER, 2RKETEFEMIER, UL, FREERBRGRALIE “Flag
Details” #H&E.

Fia_Ede

Analyss Took Hep

] New Experment =

i

T

Amplification Plot

Hulticompanent
Plat

Raw Data Plot

W Smmary
Hultiphe Plats View
Gene Expression

Qe Mot

&5 open... b Save - E Cose r Import... = &3 Create Side... & Print Report...

Type: Comparative Cr (AAC...

Experiment: (56_QuantSt... Reagents: TagMan® Reag...

Anplyze Analysis Settings

N

Flag Details

BB =

Flag: Description Freg... Welis
AMPHC & in ne control |1 1 P I 2 | s [+ [ s [¢6 | * |8 |9 [w [ ]
BADROX [Bad passve reference signal 0
OFFSCALE [Fuorescence i offscale 0 AlB3 o
HIGHSD _ |High standard deviatien in repbcat... [0
NOAMP  [No ampification 0 1
[NOISE _ [Nose higher than others in plate |0
SPKE___|Nose spkes 0 s|E a
NOSIGHAL [No signal in wel |
|QUTLIE... |Outher in rephcate group
EXPFAIL__[Exponential agorkhm faled <@ o
BLFALL__Baselne aorkhm faled ______
[THOLDF,. [Thrashoking alorehm faied g =
1| P Besin | Besin  Bean | Lbec  Lwae | LWy
Flag: AMPNC—Amplfication in negativ ¥ “ m Qo O oom |
Flag Detail: A sequence ampified in a negath E%ﬁ& ]i%
reaction. uﬂua“gwmwammmw
£ 1
Flag Criteria: Cr < 35.0 oooooo
Fiagged Wells: D1 1 Bemn | Bewn  Bren | Luer | Luee | L
View AMPNC Troublashooting Information ; u u ﬂ buu o oo o
Brain  Bran  Bran | Liver L
S FFEO oooddad
GFEFRIPo oo ddd
H
Total Wels: 96 | Processed W... 66 Manualy Omited W... 0 | Targets Us... 2 " " ooa n B
Wels Set ... 66 | Flagged Wels: 1 Analyss Omitted Wels: 0 | Samples Us... 4 —
wets: [l 5o O 7 20 Errp
& Well Summary: 1n Plate: 96 Sat Up: 66 Analyzed: 66 Flagged: 1 Omitted by Aratyss: 0 Cmitted Marualy: Samphes Used:1 4 Targets Un
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8. WiESH: &7 Export” RE NFHEZRBHLE.

Fle_Ede_Instument Anass Toos Hebp

2] Wew Experment + 5 Open... ol Save » £ Ciose Uy Impoet.. = &8 Create Shde.. & PrntReport..

] Auto Export Format @ ‘QuantStudio 6&7 ~ Export Data To! (3 One Fle () Saparate Flas [#] Open fie{s) when export & complate

ort Fle Name: | QS6_QuantStudioS6-Well Comparativ Fle Type: H_} (=ds) =

ERESHAEE

C:applied Biosystems\QuantStudo Real-Time PC

Export Fle Locatio

Select Content weell well Position Samgle Name = Sample Color Biegroup Mame  Blogroup Color  Targ
AN Fields o 141 TGRE ~
&) wel ; i;
[&] wal Postion AL
! 545
[=] Sampiz Hame 6 R6
B 747 GAPDE
[#] Sample Colar BAS
= A
[ Biogroup Hame 10 A10
) Biogroup Cokor Aladd
& 8ogrou 12412
[¥] Target Nasme 1381 TGFE
. 14 B2
[#] Target Color 1583
16 B4
=] Task 1785
Riporter LBo4
o 1967 GAPDF
[=] Quenchar 2088
2189
[ Quantry 22810 ~
¥ Comments o — L

Applied Biosystems™ QuantStudio™ 6 and 7 Flex S£A7Z& PCR X
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B MEHIE: 8008208982/4008208982
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