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Applied Biosystems™ QuantStudio” 6 and 7 Flex 2Bt E & PCR ¢

it R H E R , BXMStart > All programs > Applied

Biosystems > QuantStudio™ Real-Time PCR Software > QuantStudio™ Real-Time
PCR SoftwareFF @3, #HAFEFREGIEE “Experiment Setup”.

applied

b te

QuantStudio™ Real-Time PCR Software

Analyze
:\; m:;:‘::':"‘ ?Q QuickStart ,.:::;:;»r

- New Gene
B template o e B
study

(g ReadiApp

2. #HFAN “Setup” THY “Experiment Properties” FH.

.i Experiment: 2014-12-02 104221 Type: Standard Curve Reagents: TagMan® Reagents

o How do you want to identify this experiment?
g . Salug * Experment Hame; (2014-12-02 104221 Comments; |
Bareode:
User Name; ~

Which instrument type are you using to run the experiment?

QuantStedio™ & Fex System | | QuantStudio™ 7 Flax System i VIA™ F Systom

Which block are you using to run the experiment?

s 384-Well Auray Card 96-Well (D.2mL} Fast 96-Well (0.1mL)

What type of experiment do you want 1o set up?

a Standard Curve L Relative Standand Curve Comparative C1 (AACTY HMelt Cunve

High Resolution Helt Genobyping Presence/ Absence

Iﬁ " — Which reagents do you want to use to detect the target sequence?
—— s TaqMan® Reagents :;Tan.', Groen Reagents .J Other

What properties do you want for the instrument run?

7 ‘standard Fast

2.1 ARG RFR (Experiment Name).

iq Experiment: 2014-12-02 104221 Type: Standard Curve Reagents: TagMan® Reagents

"‘ How do you want to identify this experizaent?

\ Sel * Experment Name: [2014-12-02 104221 Comments:

Co—a Sarcad:
User Name:

2.2 EFLEREEK Block KH,
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2.3

2.4

2.5

3.1

3.2
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Which instrument type are you using to run the experiment?

[ QuantStudio™ 6 Flex System ] ‘ ' QuantStudio™ 7 Flex System ‘ [ ViiA™ 7 System ]
Which block are you using to run the experiment?
" Fa 384-Well ] { Array Card ] [ 96-Well (0.2mlL) ] [ Fast 96-Well (0.1mL}) ]

EIRBITESSLIG A, “Standard Curve”.

What type of e periment do you want to set up?

v Standard Curve Relative Standard Curve Comparative C1 (AACT) Melt Curve

High Resolution Melt Genolyping Presence/Absence

IR FIFSE . Tagmani®stEiEF “Tagman Reagents”, SYBRERLEEIF
“SYBR Green Reagents”,

Which reagents do you want to use to detect the target sequence?

v TaqMan® Reagents SYBR® Green Reagents L Other o

EFEITEN . HEBAF%EE “Standard”; RFHXFIEEFE “Fast’.
What properties do you want for the instrument run?

' Standard k Fast

i%3F “Setup” THY “Define” FRil, REEERFIR (Target) FIEmmBZFR
(Sample).
| 15 QuantStudio™ Real-Ti

File Edit Instrument Analysis Tool Help

[E] New Experiment + | [F Open... [ Save - =} Close ’_T“}Impnrt... - B & Print Report...

E] Experiment: 2014-12-02 104221 Type: Standard Curve Reagents: TagMan® Reagents

)
[i"\ Setup

Target Name Reporter Quencher Color
Experiment Sample Name Color
Properties GAPDH FAM ~ |NFQ-MGB vh v 1
Sample 1 w

D ACTIN FAM + |NFQ-MGB v_ v
I : e E

£ “Targets” Tmid “New”, RMFMER. 7 “Target Name” HimigEE %
#R; “Reporter” #1 “Quencher” FIEFRIFICHRAERAREZRER. FF
“Quencher” BYIE#, W3R ZMGBIXEt, B IEFENFQ-MGB; 1R 2TAMRAR
£, IHEETAMRA; WMRE2HME RN BIIET A2 RER N EHE "None".

£ “Samples” Tm=d “New”, FmMEFM#ESR. £ “Sample Name” FiRiEHm
HAfR.
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Fie Edt I

Analyss Took Help

[=] Mew Experiment ~

4

N

Experiment
Properties

Setup

Assign

Run Method

5 open...

Id save - Ef Close B import... -

Experiment: 2014-12-02 104221

F ] L Print Report...

?

Type: Standard Curve Reagents: TagMan® Reagents

Hew ] ¥
Sample Name /

Sample 1

——

Target Name Reporter Quencher Color
‘GAPDH FAM » |NFQ-MGB v _ w
ACTIN FAM » |NFQ-MGB b _ v

N

4. ®FEE “Setup” THJ “Assign” FE

4.1

Biological Replicate Groups

Biological Group Name | Color

Comments

Passive Reference

ROX v

R BRIk e R UE R R R AL,

Custom Task Name

Mew

“miEtE iR
FARAEMNEELFER, ERE “Task”

/\\\

R EIZ R LAV KR (SRR EmR, URRRIER, NRKRAMITER).

| File Edit Instrument Analyss Tools Help

[E5] New Experiment - [EF Open...

Setup

¥

Experiment
Properties

Define

4.2

i save - & Cose B Import... - 4B Create Side...

Sample 1

[ sample 2

Bioloc

| Groups

WERERLZ: MABRRESEREFERNIL (—RIBRT,

& Print Report...

2

Reagents: TagMan® Reagents

P

g s
> o
o
g -
i &
o @
o o
dr i o

(a}

o

m

m

@

wels: [[] 24 Elo o

72 Empty |

BIMEERERE

L=AEFL), MEDEEMER, £ “Task” @EIMFIEES, HAE “Quantity”
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6.

&1 BA R 3 R E 4R RS

hAERE. EE FARME, TRREREZEMRESRNZE BIGREEDS
M)

Targets
.. Name E‘] Show in Wells W  Select Wells ¥ '-F:-zw Legend

GAPDH | 1,000.000 1 > 3
E] ACTIN

ZFE “Setup” THY “Run Method” FME, 4iBEITEE.

Run Method
Reaction Volume per Welk 10| Ul ﬁ)\ E’C@ﬁ;ﬁ

Graphical View

Experiment
Properties

Define

Assign Hold Stage PCR Stage
Number of Cycles:

Starting Cycle: [

100 °C |

. / . 2 \\
¥ A

50°C_| /K ﬁiﬁﬁlﬁﬁﬁ%&ﬁﬂﬁj —b
o '@

25 "C | T

A BN R RES,

S Stepd Stepl HwRESEERE

4
Legend

[ Data Collection On |~ =/ Data Collection Off A AutoDeka On A AutoDelta Off

EEE “Run” THY “Amplification Plot” ®RH, =i “Save As” xEXH, =it
“Start Run” Fi8E1T.

Fle Edt Instrument Analysis Took Help ;
] New Expetiment - [ Openf. | el o {%j{fir#{: Create Slide... &) Print Report...

P pabiERE

Temperature Plot

Amplification Plot

Run Method

Notification
Settings

View Run Data

Applied Biosystems™ QuantStudio™ 6 and 7 Flex SLA7,Z= PCR X
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7. SLWIEITERE, #HAN “Analysis” FH, mEA LAR “Analyze” %75 EIE
HEFHEER

File Edit Instrument Analyss Took Help

(] Mew Experiment - 5 Open... [d Save + & Close Ep) tmport... - 4@ Creste Side... &) Print Report...

E] Experiment: QS6_Qu... Type: Standard Curve Reagents: TagMan® ... ’.nn.um |nrnaly-:i" Settings

Ampilification Plot ﬁi&#@ Hﬁﬁﬁﬁﬁﬁ 2|ate Layoul

Plot Settings & >

Plot Type:[8Rn vs Cycle | Graph Type:llog v | Plot Color: © ]
v

< » »

O > ranne | [HOS000000660
TR . Amplification Plot ooooooooooo
' Anatysis

e A 86060888688

Gl

.
TrEiE— 01 0074216 k
ot = 40 (= B = B B B = s s s s s s
Raw Data Plot 001 | -
S SEQCRE S L= B = =B BL= B D= B
= / ¥

0 2 4 & @ :01-'.‘ l-i ;n I‘ﬂ.ﬂn ?'4.1. XA nnM h » o g

HMultiple Plots View Cycle F

Standard Curve Wem— E%E{‘}E mﬁ Hc HH

EE——8 6666060000600
Options )

eI L L L LLLL L

Show: ] Threshold — [ Raseline Start: Wl B0 Tarnet 4 Rasel
4 *

@

=z

wels: [ 72 F 20 [ 4 0 Empty ‘

L Well Summary: In Plate: 96 Set Up: 96 Analyzed: 96 Flagged: (1 Omitted by Analyss: 0 Omitted Manually: () Samples Used: 2 Targels Used: 1

7.1 BEEAMBEZ: WERAER “Auto” NEEENEERELMEELZ. ESEFHE
e Hik. ZBREEBFENEE, 1% show FEY “Threshold” & “Baseline” %##
T8, {iEhEE o HMENMNELTCENSEZ. ESEFREELZMHE
%, MATXE “Auto” E’J’Uﬁ, HITFNET .

e E EEEE EEEEEEEE I |
Cycle
- CIH 1N s
A B llc D E F - =
S eyl S DS N |
y 4

y A
(" Options I{ /
Target: RNase P v Threshold: [v] Auto [ ] Auto Baseline H l

= S 201 X
well Sur 1“ %N % ﬁ ﬂE” 2 ﬁﬁ Set Up: 96 Analyzed: 96 Flagged: 0

Applied Biosystems™ QuantStudio™ 6 and 7 Flex SLA7,Z= PCR X
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Amplification Plot

10
B
|
c
% 01 11 074216 ;Dl
0.01 4

Frht BRLMRMELEL ||
Y

A _ .
0.001 a8 w0 12 14“‘0 14 20 b J 24 .-} 28 x0 = 1 » a3 &0 l
Cycle

r Lesesa
BA WUE MIC MO ME MEF HE- ™ G‘
L Auto

R _ o o
Target: |RNase P |w | Threshold: [] Auto |0.074216 [J] Buto Baseling H E

Show: [v] Threshold — [v] Baseline Start: Wel B Target & Baseline End: Well [l Target <

wel

Well Summary: In Plate: 06 Set Up: 96 Analyzed: 96 Flagged: 0

7.2 BEMEHZ: BiIEEK “Target” REBFEFMERE. EfoRRTHEEE. RME
RFAERZE R R SEAMZAITIAIERE, #EINAE0.99LL E.

Fle Edt Instrument Anabss Tooks Help

[£] New Experiment » | 5 Open... [ Save - E5 Close %]’nport... ~ &P Create Side... &} Prnt Report...

E] Experiment: QS6_QuantStud... Type: Standard Curve Reagents: TagMan® Reagents Ir-r--v:.-:- Analysis Settings 2

m nETETEnEN RIS
Plot Settings >
Target RMase P »| Plot Color [Target v B d B -

2 5 6 T/ 8 9 10 11 1z

[] Save cumant sattings as the default

P L AR @EE

. Standard Curve
Analysis S

=

- b b 0ok b o o o . .

200 |
Amplification Plot

= g - - - . .
Multicomponent 280
Pplot !

275 EDnuquEHEEEEH
Raw Data Plot it

20
9 Sememary 205 :/3 BB B BB B B3 2 aa
Multiple Plots View 6.0

2558 E

[ L = - c

Guantity
a
E s e i e 4
D

wes: [ 72 [ 20 [ 4 0 Empty |
o Well Summary: In Plate: 56 Sat Up: 96 Anatyzed: 96 Fagged: 0 Owmitted by Anabysa: Omitted Manuaky: 0 Samples Used: 2 Targets Used: 1

[ RMNase P

7.3 31T SYBR Greenskis, AJLAFE “Melt Curve” REHEEFIRERHZ.

Applied Biosystems™ QuantStudio™ 6 and 7 Flex S£A7Z& PCR X



7.4

8.

Melt Curve

[ save cu

Plot |Derivative Report... » | Target |All hd

Plot

Plot Settings

Color |Sample -

rrent settings as the default

Detivative Reporter (—Rn

Legend

Melt Curve Plot

£ P a iy e =

Temperature (°C)

I sample 1

&1 BA R 3 R E 4R RS

EE “QC summary” £R: RNFAREAERERLN, SHAERRC=ZARET,

HF1 KRERE-MIBR,

£ “Flag Details” $&EEF.,

Fie Edt Instrument Analyss Tools Heb

2 REARMIER,

[i£] New Experiment ~

Analysis

Amphfication Flot

Wells
[Er

Frequ...
¥ication n ne

& open... b Save + & Cose Iy} Import... + 4 Create Side... &) Print Report..

[ = | 1w | 1z

IENEREEEERERERE

Bad passwe reference sgnal
Fuorescence is offscale

High standard devation i repicate ...
No amplfication

Noise higher than others in plate
Nose spikes

No signal n wel

|Outher in rephcate group
Exponental algorthm faled
Baselne algorthm faled

i

algorithm faied
[Er algorkhm fated

Plot
Raw Data Plot
Huitiple Plobs View

Standard Curve

Flag Detail: A sequence ampified in a negative cont

reaction. /

Flag Criteria: C1 < 35.0
Flagged Wells: E1

o

i

Flag: AMPNC—Ampification in negative contr ﬁﬁﬁy‘&ﬁﬁ

>

ABEA0A080
A68860886880
AOAS68066880

o L™ SR~ A T = I = I = I = B s Bl = A =

"

g/ ooEBEBDBBBOGB

D
505000000

Total Wells: 96 | Processed Welk: 96 Manually Omitted Wels: 0| Targets Used: 1
Wels Set Up: 96 | Flagged Wek: 1 Analyss Omitted Wels: 0 | Samples Used: 2

- AB068650860

wets: [ 72519 s

0 Empty |

‘Well Summary: In Pate: 96 SetUp:i 96 Anahaed: 06 Fagged: 1

Omitted by Anatyss: 0 Qmitted Maruaty: Sarples Used: 2 Targets Used: 1

BIESH: EExport A HE MREZESLHIE.

LALESHE . FARIE B RBRTT R AT LL
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Fle Edt Instrument Analysis Took Help

[=] New Experiment - | 5 Open.. ld Save - B Cose B} Import.. - 4@ Create Shde... &) Print Report...

[ Auto Export Format : |QuantStudio 6&7 v Export Data To: (& One Fle O Separate Files [¥] Open fie(s) when export i complete

Wsmm Fie Name: |y *
[ T | Do | Do | i)

Export File Location: [1tStudio Real-Time PCR Software\User Files\Export

EEEESHOHE

il L il well Well Position Sample Name = Sample Color Biogroup Name | Blogroup Color  Target
[£] Al Fields 4 1A1 5K RGB(176,23,31) Ritzse P A

 wel 282 SK RGB(176,23,31) Ritase P

b 343 5K RGB(176,23,31) Rilase P

[#) wel Position 4 Ad 5K RGB(176,23,31) Riase P

SAS 5K RGB(176,23,31) Ritase P

[ sample Hame 6 AG 5K RGB(176,23,31) Ritase P

. 7 A7 5K RGB(176,23,31) RNase P

[¥] sample Color BAB 5K RGB(176,23,31) Ritase P

%] Biogroup N 99 SK RGB(176,23,31) Ritase P

logroup Name 10 A10 5K RGB(176,23,31) RNase P

) Biogroup Color 11411 5K RGB(176,23,31) Ritase P

12 A12 5K RGB(176,23,31) Ritase P

[#] Target Name 1381 5K RGB(176,23,31) Rifase P

1482 5K RGB(176,23,31) RNase P

[¥] Target Color 1583 S RGB(176,23,31) Rhiase P

] Task 16B4 5K RGB(176,23,31) Ritase P

@ 1785 SK RGB(176,23,31) Riase P

[] Reporter 1866 5K RGB(176,23,31) Ritase P

1987 SK RGB(176,23,31) Ritase P

[ Quencher 2088 5K RGB(176,23,31) Riase P

2189 5K RGB(176,23,31) Ritase P

[¥) Quantiy 22810 K RGB(176,23,31) Ritase P
23811 5K RGB(176,23,31) Ritase P +|

[ Comments ®| @ >

7 Start Export |l Save Export Set As | Load Export Set || Delete Export Set

Applied Biosystems™ QuantStudio™ 6 and 7 Flex SLA7,Z= PCR X
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