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1. £

QuantStudio™
Real-Time PCR.

Wi mEir IS | =M Start > All programs > Applied
Biosystems > QuantStudio™ Real-Time PCR Software > QuantStudio™ Real-
Time PCR Software FF/S &4,

HEANEREEIEE “Experiment Setup”

applied
QuantStudio™ Real-Time PCR Software biosystems

£ Experiment :—Q Analyze
N Setup QuidStart Experiment
New Gene
Tnstrument
Template ad Cossoli . Expression

(;; ReadiApp

2. % “Setup” THY “Experiment Properties” FiH.

It Experiment: 2014-12-02 104221 Type: Standard Curve Reagents: TagMan® Reagents
o How do you want to identify this experiment?
W b * Experment Name: |2014-12-02 104221 Comments: Al
Barcode:
User Hame: ]

Which instrument type are you using to run the experiment?

QuantStudio™ & Flex System | QuantStudio™ 7 Flex System i WIA™ { System
e e e e J

Which block are you using to run the experiment?

s 384-Well HAuray Card G- Well (0. 2mL ) Fast 96-Well (0.1mL)

What type of experiment do you want to set up?

a Standard Curve L Retative Standard Curve Comparative C1 (AACT) Melt Curve

High Resolution Melt Genotyping Presence/ Absenoe

Which reagents do you want to use to detect the target sequence?

Fa TagMan® Reagents SYBRE Green Reagents J Other

What properties do you want for the instrument run?

2.1

Experiment: 2014-04-01 152453 Type: Standard Curve Reagents: TagMan® Reagents

* Experiment Name: |2014-04-01 152453 Comments:

Barcode:
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2.5

2.6

3.1

3.2

TN FE LR K Block3 A,

Which instrument type are you using to run the experiment?

[ QuantStudio™ 6 Flex System ] ‘ ¥ QuantStudio™ 7 Flex System ‘ [ VilA™ 7 System ]

Which block are you using to run the experiment?

[ s 384-well I { Array Card ] [ 96-Well (0.2mL) ] [ Fast 96-Well (0.1mL) ]

REFEEE BTG AR, “Genotyping”.

What type of experiment do you want to set up?

Comparative Cr (AACT) ] [ Melt Curve ]

Standard Curve ] {

Relative Standard Curve ] [
)

[ High Resolution Melt ] ‘ s Genotyping [ Presence/Absence ]

EFXFIFE.

Which reagents do you want to use to detect the target sequence?

7 TaqMan® Reagents SYBR® Green Reagents Other

3. Al Al I~ X
EFIBITIRR .
What properties do you want for the instrument run?

v Standard \ Fast

IR E EE EHATIURR A BRI AR

What properties do you want for the instrument run?

iz standard | [ Fast ]

:Include:[ ¥ | Pre-PCR Read  |¥| Amplfication Post-PCR Read [

i%3FE “Setup” THY “Define” R, i%ESNPHIMMLSFHERBIR,
£ “SNPs” T = “Edit” z¢” New”
Assay Name” i 'E?#/LIJSNPu,m%f'*
LR BRI E AR
H. 3FF “Quencher” BYIEHE, wWREMGBIRE
TAMRAIR%T,

Fle Edt Instument Analyss Took Help

[E] New Experiment = 5 Open...

: ;\E?‘LP

Experiment

L

i save - B gose g} Inoort... » 4B Create Side... &) Print Report...

Reagents: TagqMan® Reagents z

[; Experiment: QuantStudio 96-Well ... Type: Genotyping

#5E SNP assay

SNP Assay Name NCBI SNP Ref... Context Sequ... Allele 1
CYP19_2 | ‘ lA.Iek 1 ‘UIC

Reporter | Quencher Allele 2
|NFQ-HGB |Alell 2 ‘FAH |NFQ-NGB

Reporter = Quencher Color

N2 Edit snp 2
Make changes below, then dick OK to save your changes, Cick Reset Fields to undo all your changes. == Required
Run Method SHP Assay Name: BEITNE  f— ﬁkassavgﬁ or.« Assay ID:
Gene Symbol:

NCBI SHP Reference: Context Sequence:
color: [l | rReporter: ic

color: [l ~| Reporter: Fam

Allele 1 Name or Base(s): | Allele 1 v Quencher:|NFQ-MGE v

Aligle 2 Name or Base(s): Allele 2 \ ~  Quencher: NFQ-MGB v

SRR

WEREHFOURSE
i 1 7K

(E] .

£ “Samples” TaRir “New”,
2

Applied Biosystems™ QuantStudio™ 6 and 7 Flex SLA7E

“Reporter” #1 “Quencher” EPﬁ'ﬂ:FF)ﬁ"\IEEI’JAﬁ'é%I&
15 1% FE"NFQ-MGB";
FIEETAMRA; WREHR ﬂtﬁ/‘tﬂﬁﬂkxﬁ'ﬁ“m%l £E"None".
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Sample Name

Color
Sample 1 _ ¥y,

Eamole

EHE “Setup” THY “Assign” FHE, mEHSN. FIARREESIERUEER
ML, AR@EALMEIMarkersZ AR, [EIRIE “Task” M IEEZ R M FLAYAE

B (URFRK AR, NeREMEE, B (B B R =FEER AR X ).

Fle Edt Instrument Analysis Tooks Help

i) New Experiment = | [ Open... | Save - E§ Close Byl Import... - 49 Creste Side... £ Print Report...

B Experiment: QuantStudio 96-Well ... Type: Genotyping Reagents: TagMan® Reagents 3

| ¢ [ 72 | 8 | 9 | 10 i | 12 |

- Fasssssssses
T8 SEESS
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ST EES
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EEE TSN
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wels: [ as s @11 H1 (:Empnr|

__I |E°
i
as

[m]
z
v

B3

B3

B3

®EFE “Setup” THY “Run Method” FMHE, #wiEEITHRM-
Fie Edt Analyss  Tools _Help
Z] New Experment (5 Open... [d Save - EJ Cose Uf Import... » @ Create Shde... & Print Report...

|: Experiment: QuantStudio 96-Well ... Type: Genolyping Reagents: TaqMan® Reagents

Imepuwelz 10/ pl - — ﬁ)\ﬁ@ﬁﬁ

Reaction
setw .

Experiment

Properties

Define

Assion Inchude:

Pre-Read Stage Hold Stage PCR Stage Post-Read Stage
et e — -
Humber of Cycles
Starting Cycle:

”” //, Fi Wi \‘\

= V- B R RAE — 2
il

f f

o] A B S 2RE,
= e h * RRESERRE

8} Data Cobection On "+ Data Colection OFf A AutoDeks On & AutoDeka OFf l

EEE “Run” THY “Amplification Plot” #i, mdr “Save As” RENH, =i
“Start Run” FIRIE1T.
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7.2

Fie Edt Instrument Analyss Tools Help

(2] New Experiment + [ g:enl. i Save -|ﬂ {%?‘F j 1’1—{: Create Side... &} Print Report,..

B Experiment: 2014-07-18 105116 Type: Genotyping

Run Status

|l STARTRUN W | L J:F ;l‘llfl\iz—_: ',fT i A

Run Status: Not Started

Amplification Plot

P raRERE

Temperature Plot Amplification Plot

Run Method |

Notification
Settings

View Run Data

&1 BA R 3 R E 4R RS

SWERG, SaTHFREEA AN Analyze #H{THHT, SREIFEANAnalysis THI

Allelic Discrimination Plot {22 BIZER

i%3%” Analysis” THY” Allelic Discrimination Plot” &EHRIZER,

Fie Edt Instrument Analyss Took Hap
fi] New Experment - 5 Open... [d Sove - &5 Close B} Import... - &9 Create Side... {3 PrintReport...

E] Experiment: QuantStudio 9... Type: Genotyping

Allelic Discrimination Plot
Plot Settings .
SHP Assay: [CTP19 2 v Apply Cak: ‘

Plot Type: |Cartesian v 1 SNP Assay Flag Found! i
b = 2] 1 2 | 3 |+ |5 | 7 |8 |9 Jwo|u |

| e “ET RO EEEERER
m Allelic Discrimination Plot o
T R
el e —REEREEEERER
Lo |-
oo
Amplification Plot NTC 2 1 b 2
g CEEREEEEEREER
RET
NTC 2 2 2 2
cEEEREEEEREER
NTC 2 1 2 2
—EEEREEEEEER
NTC 2 2 2 2
cEEBREEEEEER
0 " 20 3 40
- dEeEwE
E ’V-Hnmolroousauelel_’ﬁllelzl +Homozygous Allele 2/Allele 2 ‘ L :“UU j “‘
‘s Heterozygous Allele 1/Allele 2 xUndetermined
= CEEEREEEEEEE
[J Reveal Traces Show Cycle: J

Y

@

A

Multicomponent
Plot

Alele 2
@

Raw Data Plot

ELY
QC Summai ry

20
Multiple Plots View i

—— .
el ke

===

1 5 10 15 20 25 30 35 40
welks: [Mss s @1 &1 @1 usmotv‘

Sacnples Used: 4 SNP Assays Used: 1

A well Summary: 1n Piste; G5 Set Up: 96 Anshyaed: 96 Fiagged: 0 Omitted by Analyss: 0 Ormited Manuaty: 0

EFE “QC Summary” £R: RN AREESERLN, SHNER=/AIER,
HF1L KRE—MER, 2 KREBMIER, ALEHE. FHERRBRAGRATLL

£ “Flag Details” $&EEF.,
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PR O NISUUMENL  Alayss 1005 Heg

[E] New Experment = 5 Open... |d Save - 5 Close B} import... - B Create Side... £ Print Report...

B Experiment: QuantStudio 96-Well ... Type: Genotyping

o
|

Flag: Description Frequency Wells

BADROX

Bad passive reference signal

Reagents: TaqMa Reagen|

QFFSCALE Fuorescence s offscale
NOSIGNAL [No signal in wel
PCFAIL Positive control faled

[CYP19_2

[Small number of samples in_ cluster
[Amplfication in negative control [
[Ho ampification

Amplification Plot

|Noise higher than others in plate
Hoise spikes

Mults
Plot.

Raw Data Plot
Multiple Plots View

Allelic
Discrimination Plot

WiESH:

Wells Containing SNP Assays: AL, A2, A3, A4, A5, AG, A7, AB, A9, ALD, Al
All, Al12, B1, B2, B3, B4, B5, B6, B7, BS, |
B9, B10, B11, B12, C1, C2, C3, C4, C5, C6,
C7,C8, C9, C10, C11, C12, D1, D2, D3, D4,
D5, D6, D7, D8, D9, DIU Dll,DlZ El,
E2,E3,E4,77 77

E12, F1, F2 ‘E%ﬁy{'ﬁ%

F11,F12,¢C
G9, G10, G11, @A2, H1, H2, H3, H4, H5, Hl‘:
H7, H8, H9, , H11, H12

Flagged SNP Assays: CYP19_2

Information v

Processed Wels: 96 Manualy Omitted Wels: 0
| Flagged Wels: 0 Analyss Omitted Wels: 0

SNP Assays Used: 1
Samples Used: 4

Total Wels: 96
Wels Set Up: 96

NTC
EERE®
NTC
aCEL L L L L
NTC
SRR L L L L

NTC
(CEL L L L L

NTC
SRRl L L L L
NTC
EERE®
NTC
SCER L L L L
NTC
s EER®

wels: [les Ts@:1 @1

EExportFE T, RIBFZESHEUIE.

Fie_Ede insument Ansis Took Hep

2] Mew Experment 5 Opan.

- I swe - & Cose Of Moot - @ Create Side.. & Prot Report...

: QuantStudio 96-Well... Reagents: T

[ Auto Bxport Format : (QuantStudio 6&7 - Export Data To: (2 One Fie (O Separate Fies

Export Fia Lmnnrl C:\pplied Blosystems\QuantStudio Real-Time PC -+un Fie Name: |QuantStudio 96-

BEFESHMER

S well Well Position | Sample Name | Sample Color | SNP AssayM... | SNP AssayCo.. Task
[=] Al Fiekds & 1A1 NTC RGB(238,238,0) CYP19._2 RGB{176,23,31) NTC ~
Wl 2A2 Allsla 1 RGB(0,0,255) CYP19_2 RGB{176,23,31) PC_AL
343 Allela | RGB(0,0,255) CYPL9_2 RGB{176,23,31)  UNKNC
2] wel Postion 444 Alela 1 RGB(0,0,255)  CYP19_2 RGB{176,23,31)  UNKNC
3 545 Absle 1 RGB(0,0,255)  CYPI9.2 BGB(176,23,31)  UNKNC
[=] Sampiz Hame 6 A6 Alela 2 RGB(0,139,69)  CvP19_2 RGB(176,23,31) PC_AL
TAT Aliele 2 RGB(D,139,68)  CYP19_2 RGB{176,23,31)  UNKNC
[ Samepe Color AR Azl 7 RGE[0,139,69)  C¥P19_3 RGB{176,23,31)  UNKNC
=i 9ag Abele 2 RGE(0,139,63)  CYP1a_2 RGB{176,23,31)  UNKNC
I 5t Assay tame 10410 Hataro RGE(176,23,31) C¥P19_2 RGB{176,23,31) PC_AL
[ st Assay Color 11A11 Hetero RGB[176,2331)  C¥P19.2 RGB{176,23,31]  UNKNC
12412 Hetero RGB(176,22,31} C¥P19_2 RGB{176,23,31)  WNKNC
Task 1381 NTC RGB(236,238,0)  CYPI9 2 RGB(176,23,31)  NTC
1482 Absle 1 RGB{176,23,31)  UNKN(
] RBele Hame 1583 Al 1 wtvﬁnat; UNKNC
1684 Alele 1 RGB{176,23,31)  UNKNC
Alelel Color 1785 Abele 1 RGB{176,23,31)  UNKNC
= 1 tar 1886 Alsle 2 RGEB(176,23,31)  UNKNC
R 1987 Aleke 2 ABB(I76,23,31)  UNKIIC
[ Alelet Quancher 2088 Alele 2 RGE(0,139,69) CrP19_2 RGB{176.23,31)  UNKNC
2189 Abele 2. RGE(0,139.69) CYP19.2 RGB{176,23,31)  UNKNC
Aleh2 Nar 22B10 Hataro RGB(176,23,31) CYP19_2 RGB{176,23,31)  UNKNC
i - BT fhres B eniiR 3 e

its ,L"I-T .2

aqMan® Reag

[#] Open fie{s) when export s complete

-ell SNP Genotyping Fle Tyoe: 8 (=ads) »

| e e
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